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0TU00004 AACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGACCGCTCT CTTCGCAGCGAGCGECGEACGEET TAGTAACGECTE
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0TU00001 ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCCAACCGETAACATTTCTAGCTTGCTAGAAGATGACGAGTGECEEACGEETCAGTAATELTTE
0TU00003 ATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGG- TACCAGGAAGTGCTTGCACTTCGCTGACGAGTGECGGACGGETCAGTAATGLTTE
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Fig. 2. Neighbor-joining tree based on 16S rRNA gene sequences from the midgut of Nephrops norvegicus. Persephonella marina (Aquificae) was used
as an outgroup. The bar corresponds to 10% nucleotide difference and bootstrap values were calculated from 1000 replicate trees. Relative abundances
of retrieved phylotypes in each clone library are shown in parentheses. Only bootstrap values over 50% are shown in the tree.

Mou avnketl taélvoptka to OTU Se3-2047?
[Tolog eival 0 KOVTLVOTEPOC CUYYEVNC TOU;



	Slide 1: Θαλάσσια Μικροβιολογία
	Slide 2
	Slide 3
	Slide 4
	Slide 5
	Slide 6
	Slide 7
	Slide 8
	Slide 9
	Slide 10

